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atg get tct aac ttt act cag ttc gtt etc gtc gac aat ggc gga act 
Met Ala Ser Asn Phe Thr Gin Phe Val Leu Val Asp Asn Gly Gly Thr 
1 5 10 15 

ggc gac gtg act gtc gec cca age aac ttc get aac ggg gtc get gaa 
Gly Asp Val Thr Val Ala Pro Ser Asn Phe Ala Asn Gly Val Ala Glu 
20 25 30 

^99 atc a 9 c tct aac tc 9 c 9t tca ca 9 9 ct tac aaa 9 ta acc tgt a 9 c 
Trp lie Ser Ser Asn Ser Arg Ser Gin Ala Tyr Lys Val Thr Cys Ser 
35 40 45 



gtt cgt cag age tct gcg cag aat cgc aaa tac acc atc aaa gtc gag 
Val Arg Gin Ser Ser Ala Gin Asn Arg Lys Tyr Thr He Lys Val Glu 
50 55 60 

gtg cct aaa gtg gca acc cag act gtt ggt ggt gta gag ctt cct gta 
Val Pro Lys Val Ala Thr Gin Thr Val Gly Gly Val Glu Leu Pro Val 
65 70 75 80 

: r. 
:;as! 

.! aw. 

gec gca tgg cgt teg tac tta aat atg gaa eta acc att cca att ttc 

Q Ala Ala Trp Arg Ser Tyr Leu Asn Met Glu Leu Thr He Pro He Phe 

f- 85 90 95 

:: 553 

2 get acg aat tec gac tgc gag ctt att gtt aag gca atg caa ggt etc 

Ala Thr Asn Ser Asp Cys Glu Leu He Val Lys Ala Met Gin Gly Leu 

; i0 100 105 110 

eta aaa gat gga aac ccg att ccc tca gca atc gca gca aac tec ggc 
'! :ss . Leu Lys Asp Gly Asn Pro He Pro Ser Ala He Ala Ala Asn Ser Gly 

U 115 120 125 

],* 

M atc tac taa (SEQ ID NO: 1) 
r He Tyr (SEQ ID NO: 2) 

: 4 130 

m 
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11881 tacgtttcgg ttttgtaggc cggacaaggc 
11941 tacttggtga tacgagtctg cgcgtctttc 
12001 gcggcgttga tcaccgcagt acgcacggca 
12061 ggcatgattt cacctttctg ggcgttttcc 
12121 aactcttcct cgtaagactt cagcgctacg 
12181 tccagacctt catcagtcag cagatagttt 
12241 ggactggcgg cgttaatacc tgcgctcagc 
12301 ttgaaggtcg gcagtaccgt tacaccataa 
123 61 gcccacgggc cgttgatggt catcgctgtt 
12421 gagtaatcgg tgtctgcatt catgtgtttg 
12481 cccgctttcg cgccagcgtt atccacgccc 
12541 tacttgaacg cataaccccc gtcagcagca 
12601 aggttgaaca tcagcgcgct cttacctttc 
12661 tcttcccagg tttttggcgg gttcggcagc 
12721 tcaacagcga tcgggtaagc aatcagcttg 
12781 ggatacagct tgtcctggaa cgctttgtcc 
12841 gcgtagccac caaagcggtc gtgtgcccag 
12 901 gcaacctgtg ggaatttctc ttccagttta 
12961 gtatctttct cgaatttctt accgacttca 
13021 atccagatta ccagtttacc ttcttcgatt 
13081 gtcgttaatg cggataatgc gaggatgcgt 
13141 ccttgttggt gaagtgctcg tgaaaacacc 
13201 cctctttcca tcctccttgc ccctacgccc 



gttcacgccg catccggcat ttcacagca^t 
agggcttcat cgacagtctg acgaccgctg 
taccagaaag cggacatctg cgggatgttc 
atggtggcgg caatacgtgg atctttcgcc 
gcacccagcg gtttgtcttt attaaccgct 
tcgaggaact ctttcgccag ctctttgttc 
acgccaacga acggtttgga tggttgaccc 
ttcactttgc tggtgtcgat gttggaccat 
tcgcctttat taaaggcagc ttctgcgatg 
tttttaatca ggtcaaccag gaaggtcaga 
acgtctttaa tgtcgtactt gccgttttca 
atcagcggcc aggtgaagta cggttcttgc 
gctttcagtt ctttatccag cgccgggatc 
agatctttgt tataaatcag cgataacgct 
ccgttgtaac gtacggcatc ccaggtaaac 
ggggtgattt cagccaacag gccagattga 
aagataatgt cagggccatc gccagttgcc 
tccggatgct caacggtgac tttaattccg 
gcgagaccgt tatagccttt atcgccgtta 
ttggcgagag ccgaggcgga aaacatcatc 
gcacctgttt ttattttcat) „aatctatggt 
taaacggact ctagtttctt tatacggcaa 
caccgtcgct ttgtgtgatc tctgttacag 



MKIKTGARIIJULSALTTMMFSASALAKIEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLE 
EKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAWYNGKLIAYPIAVEALS 
LIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVD 
NAGAKAGLT FLVDL I KNKHMNADTD YS I AEAAFNKGETAMT INGPWAWSN IDTS KVNYGVTVLPT FKGQP 
SKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENA 
QKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTRITK (SEQ ID NO: 4) 



